Diffusion-weighted magnetic resonance imaging (DW-MRI) is a diagnostic tool that is increasingly used for the detection and characterization of focal masses in the abdomen, among these, pancreatic ductal adenocarcinoma (PDAC). DW-MRI reflects the microarchitecture of the tissue, and changes in diffusion, which are reflected by changes in the apparent diffusion coefficient (ADC), are mainly attributed to variations in cellular density, glandular formation, and fibrosis. When analyzing the T cell infiltrates, we found an association of a tumor-promoting subpopulation, characterized by the expression of interleukin (IL) 21 and IL26, with high ADC values. Moreover, the presence of IL21 + and IL26 + positive T cells was associated with poor prognosis. Pancreatic cancers-but not healthy pancreatic tissue-expressed receptors for IL21 and IL26, a finding that could be confirmed in pancreatic cell lines. The functionality of these receptors was demonstrated in pancreatic tumor cell lines, which showed phosphorylation of ERK1/2 and STAT3 pathways in response to the respective recombinant interleukins. Moreover, in vitro data showed an increased colony formation of tumor cells. In summary, our data showed an association of IL21 + and IL26 + immune cell infiltration, increased ADC, and aggressive tumor disease, most likely due to the activation of the key cancer signaling pathways ERK1/2 and STAT3 and formation of tumor colonies.
Introduction
Pancreatic ductal carcinoma (PDAC) is a highly aggressive malignancy with a 5-year survival time of about 9% [1] . Late detection of disease, rapid cell growth, and spread, the prevalent abundance of desmoplastic stroma, chemoresistance, and perineural invasion are thought to be major causes for the poor prognosis. Moreover, the immune response to tumors creates a proinflammatory environment that might paradoxically promote tumor progression rather than eliminate the tumor (reviewed were analyzed for infiltrated T-cells expressing IL21/IL26. The number of T cells varied among the patients. Compared to patients with low ADC (50, 800) (defined as < 1.3 × 10 −3 mm 2 /s), patients with high ADC (50, 800) (defined as ≥ 1.3 × 10 −3 mm 2 /s) had significantly higher numbers of IL21 + cells/mm 2 (median: 7.71 versus 26.25 IL21 + cells/mm 2 , p < 0.001) and IL26 + cells/mm 2 (median: 6.04 versus 22.50 IL26 + cells/mm 2 , p = 0.002) ( Figure 1 ). The content of tumor cells and expanse of desmoplastic stroma was determined within the two groups, revealing no differences.
ADC-measurements in PDAC reported by Mayer et al. [20] and Wiggermann et al. [21] . Mean ADC(50, 800) values for both readers ranged from 0.8499 × 10 −3 mm 2 /s to 1.5723 × 10 −3 mm 2 /s (mean: 1.2446 × 10 −3 mm 2 /s) which are within the same range as reported in previous studies [15, 22] . Tissue specimens of the patients from this MRI cohort were analyzed for infiltrated T-cells expressing IL21/IL26. The number of T cells varied among the patients. Compared to patients with low ADC(50, 800) (defined as < 1.3 × 10 −3 mm 2 /s), patients with high ADC(50, 800) (defined as ≥ 1.3 × 10 −3 mm 2 /s) had significantly higher numbers of IL21 + cells/mm 2 (median: 7.71 versus 26.25 IL21 + cells/mm 2 , p < 0.001) and IL26 + cells/mm 2 (median: 6.04 versus 22.50 IL26 + cells/mm 2 , p = 0.002) (Figure 1) . The content of tumor cells and expanse of desmoplastic stroma was determined within the two groups, revealing no differences.
Conversely, ADC(50,800) values were higher in patients with high numbers of IL21 + /IL26 + cells (>10 cells/mm 2 ) compared to patients with low numbers of IL21 + /IL26 + cells (median ADC(50, 800): 1.4496 × 1 −3 mm 2 /s vs. 1.0513 × 10 −3 mm 2 /s for IL21, p = 0.008; median ADC(50, 800): 1.4430 × 10 −3 mm 2 /s vs. 1.0513 × 10 −3 mm 2 /s for IL26, p = 0.058). (50, 800) . Axial T2 half-Fourier acquisition single-shot turbo spin echo (HASTE) image shows a mildly hypointense lesion in the medial part of the uncinate process/ pancreatic head (red arrows) with direct contact to the superior mesenteric vein (blue arrowhead) and in proximity to the main pancreatic duct which is not dilated (white arrow). Diffusion-weighted image (DWI, b = 800 s/mm 2 ) with the freehand volume of interest (VOI) from Reader 1 (red) surrounding the hyperintense lesion. Mean ADC (50, 800) for both Readers was 1.0469 × 10 −3 mm 2 /s. Immunohistochemistry (IHC) shows low numbers of IL21 + /IL26 + cells/mm 2 (6.67 IL21 + cells/mm 2 and 2.5 IL26 + cells/mm 2 ) (arrow: red-stained IL21 or IL26 positive cells; arrowhead: tumor cells). (B) Representative patient with high ADC (50, 800) . Axial T2 HASTE image shows a mildly hyperintense lesion in the pancreatic body (red arrows) with direct contact to the superior mesenteric artery (green arrowhead), upstream dilatation of the main pancreatic duct and concomitant parenchymal atrophy (white arrow). Diffusion-weighted image (DWI, b = 800 s/mm 2 ) with the freehand VOI from Reader 1 (red) surrounding the hyperintense lesion. Mean ADC (50, 800) for both Readers was 1.4172 × 10 −3 mm 2 /s. IHC shows high numbers of IL21 + /IL26 + cells/mm 2 Conversely, ADC (50,800) values were higher in patients with high numbers of IL21 + /IL26 + cells (>10 cells/mm 2 ) compared to patients with low numbers of IL21 + /IL26 + cells (median ADC (50, 800) : 1.4496 × 1 −3 mm 2 /s vs. 1.0513 × 10 −3 mm 2 /s for IL21, p = 0.008; median ADC (50, 800) : 1.4430 × 10 −3 mm 2 /s vs. 1.0513 × 10 −3 mm 2 /s for IL26, p = 0.058).
Analysis of Tumor-Infiltrating T Cells in PDAC
In the tissue of PDAC patients (n = 199), infiltrating T cells, identified by the expression of CD3, were found, though to a varying degree. Patients with high numbers of CD3 + cells (≥20/mm 2 ) survived longer compared to patients with low numbers of CD3 + cells (<20/mm 2 ; median 653 vs. 525 days, p = 0.144) ( Figure 2 ). In the same tissue, T cells expressing IL21 and IL26, representing signature cytokines of so-called Th17-like cells, were counted. Double staining revealed that in the majority of cells, IL21 and IL26 were co-expressed, and accordingly, there was a close but not absolute correlation between IL21 and IL26 expression ( Figure 2 ). There was a weak but significant positive rank correlation between the numbers of IL21 + and IL26 + cells/mm 2 (r s = 0.227, p = 0.020).
A dense IL21 infiltrate (≥10 IL21 + cells/mm 2 ) was associated with shorter survival time (median 509 days) when compared to patients with low IL21 infiltrate (<10 IL21 + cells/mm 2 , median 791 days, p < 0.009), in line with our findings reported previously [10] ; for IL26 positive T cells, no marked difference was seen (median 604 vs. 626 days; p = 0.942). Patients with high numbers of IL21 + and IL26 + cells (≥10 cells/mm 2 , each) survived shorter than all other patients (median 528 vs. 642 days; p = 0.074). At first glance, these data are in apparent contradiction to the observation that CD3 + T cells are associated with better survival. However, there was no significant rank-correlation between CD3 + T cells and IL21 + cells (r s = 0.013, p = 0.856), and only a weak correlation between CD3 + and IL26 + cells (r s = 0.246, p = 0.001), in line with the fact that although all T cell are CD3 positive, only a distinct population of these cells produce the tumor-promoting cytokines IL21 and IL26. 
Figure 2. Tumor-infiltrating T cells in pancreatic ductal adenocarcinoma (PDAC). (A) Depicted are example pictures from patients with low and high numbers of CD3 + cells/mm 2 . Brown cells with an arrow: CD3 + ; asterisk: tumor cells. (B) Double staining for IL21 (brown) and IL26 (red) shows co-localization (arrow: double positive brown/red cells). (C) Kaplan-Meier curves. The mean survival of patients with a high number of CD3 + cells was non-significantly longer than of patients with a low number of CD3 + cells. PDAC patients with high IL21 infiltrate had significantly shorter survival than patients with low IL21 infiltrate. No convincing difference for the survival of patients with low versus high IL26 infiltrate was seen, whereas patients with high numbers of IL21 + AND IL26 + cells
survived shorter compared to all other patients.
Expression of Receptors for IL21 and IL26 in PDAC
Expression of the receptor for IL21 by pancreatic tumor cells was shown previously [10] by our group and could be confirmed in this study for the here used cohort of patients ( Figure 3 ). There was a trend towards shorter overall survival (OS) time in patients with high IL21R expression (score 5 to 8, median 583 days) compared to patients with low IL21R expression (scores 0 to 4, median 608 days), although the difference was not statistically significant according to the log-rank test (p = The mean survival of patients with a high number of CD3 + cells was non-significantly longer than of patients with a low number of CD3 + cells. PDAC patients with high IL21 infiltrate had significantly shorter survival than patients with low IL21 infiltrate. No convincing difference for the survival of patients with low versus high IL26 infiltrate was seen, whereas patients with high numbers of IL21 + AND IL26 + cells survived shorter compared to all other patients.
Of note, the numbers of IL21 or IL26 positive T cells were not significantly correlated to tumor size, histological grading, or lymph node positivity (p ≥ 0.2510).
Expression of the receptor for IL21 by pancreatic tumor cells was shown previously [10] by our group and could be confirmed in this study for the here used cohort of patients ( Figure 3 ). There was a trend towards shorter overall survival (OS) time in patients with high IL21R expression (score 5 to 8, median 583 days) compared to patients with low IL21R expression (scores 0 to 4, median 608 days), although the difference was not statistically significant according to the log-rank test (p = 0.300). 
Expression of Functional IL10RB and IL20RA on Pancreatic Tumor Cells Lines
IL21R is expressed on pancreatic tumor cells and activates key signaling pathways, as shown previously [10] . To verify the expression of IL10RB and IL20RA on tumor cells, three cell lines, AsPC-1, BxPC-3, and Panc-1 were studied. By Western blotting, IL10RB and IL20RA could be IL26 binds to a heterodimeric receptor, consisting of IL10RB and IL20RA, which is highly specific for IL26, whereas the individual subunits of the receptor are also components of other cytokine receptors (e.g., IL10 or IL19). Both IL10RB and IL20RA were found on tumor cells ( Figure 3 ). There was a weak-though statistically significant-correlation between IL10RB and IL20RA expression when the Allred immunoreactivity score was analyzed (r s = 0.382; p < 0.001; regarding the distribution r s = 0.358; p < 0.001, and regarding the intensity r s = 0.408; p < 0.001), compatible with a co-expression of these receptors, but not ruling out expression of the subunits in other combinations. Co-expression of these receptors could be demonstrated using two-color immunohistochemistry.
Patients with high immunoreactivity scores for both, IL10RB und IL20RA, (score ≥ 5) had a shorter survival time (median 577 vs. 632 days; p = 0.067). Of note, when calculated separately for each receptor, patients with a high immunoreactivity score for IL10RB (5 to 8) survived longer compared to patients low immunoreactivity IL10RB score (0 to 4) (median 626 vs. 588 days; p = 0.491), but conversely, high immunoreactivity score for IL20RA (5 to 8) was associated with shorter survival time (median 583 vs. 613 days; p = 0.146), although IL10RB and high IL20RA expression was not associated with tumor size, grading, or lymph node status.
Inflammation determined by the number/mm 2 of CD68 + cells (monocytes/macrophages) or Azurocidin + cells (polymorphonuclear neutrophils) was less in patients with high score for IL10R AND IL20RA (median/ mean 29.1/ 33.1 CD68 + cells/mm 2 versus 38.2/ 40.2 CD68 + cells/mm 2 , p = 0.029; median/mean Azurocidin + cells/mm 2 versus 5.4/12.5 versus 6.0/16.7 Azurocidin + cells/mm 2 , p = 0.350, Supplementary Figure S1 ).
IL21R is expressed on pancreatic tumor cells and activates key signaling pathways, as shown previously [10] . To verify the expression of IL10RB and IL20RA on tumor cells, three cell lines, AsPC-1, BxPC-3, and Panc-1 were studied. By Western blotting, IL10RB and IL20RA could be detected in all three cell lines. Laser scan microscopy showed a co-localization of IL10RB and IL20RA ( Figure 4 ). Recombinant IL26 induced phosphorylation of STAT3 and ERK1/2 in a time-dependent manner, indicating that the receptor was functional ( Figure 4 ). The p38 pathway was not activated.
Effect of IL21 and IL26 on Colony Formation
To answer the question of whether stimulation of tumor cells by IL26 alters cell function, colony formation was tested in response to IL26. For comparison, IL21 as "relative cytokine" secreted by Th17-like cells was used in the present study because we had shown previously that it enhances tumor cell invasion [10] . Under similar experimental conditions, again, an effect for IL21 was seen, but only a weaker response to IL26 (data summarized in Figure 5 ). 
Discussion
Diffusion-weighted magnetic resonance imaging (DW-MRI) is a diagnostic tool widely used in pancreatic cancer to assess the whole pancreatic tumor mass, histologically consisting of the tumor cells itself and of a prominent fibro-inflammatory stroma [19] . DW-MRI basically measures the water diffusion within the tissue and is quantitated by the so-called "apparent diffusion coefficient" (ADC). Diffusion is a random process related to random thermal motion (Brownian motion). Within tissue, diffusion can be reduced by structural barriers, such as stromal collagen and cell membranes. Hence, DW-MRI reflects the microstructure of tissues. Tumors usually have a lower ADC compared to healthy tissue since increased cellular density and fibrosis result in a more restricted water diffusion [14] . Different other histological parameters of PDAC have been associated with changes in the ADC, such as necrosis, which may be a component of larger tumors or a result of radiochemotherapy [19] . The relationship between parameters from histopathology and DW-MRI is not always uniform. For instance, an initial study suggested that collagenous fibers are primarily responsible for diffusion abnormalities in PDAC with a negative correlation of the proportion of collagenous fibers and the ADC [17] . However, a later study revealed that the interrelation between fibrosis and DW-MRI in PDAC is more complex than initially expected. Although fibrosis is partly responsible for diffusion restriction in PDAC, diffusion is not intuitively related to the degree of fibrosis, but rather to the combination of glandular structures and surrounding fibrosis [16] .
A recent study further illuminated the relationship between the complex microarchitecture of PDAC and DW-MRI and found that infiltrates of tumor-promoting neutrophils are associated with alterations of growth patterns and subsequently of water diffusion [20] . In addition to neutrophils, the immune microenvironment of PDAC also shows increased infiltrates of T cells. In the current study, we were looking for a link between infiltrated T cells and tumor microarchitecture analyzed using DW-MRI and quantitated by the ADC. We focused on the so-called Th17-like cell subpopulation, which was described as a tumor-promoting infiltrated cell type in PDAC [8, 9, 23] . These cells produce various tumor-promoting cytokines, including TNF-α, IL10, and IL17A, and also the less well-studied cytokines such as IL21 and IL26. Both IL21 and IL26 are found in PDAC tissue, and we demonstrated that IL21 and IL26 infiltrates were significantly lower in patients with restricted diffusion (as expressed by low ADC-values) than in patients with high diffusivity (as expressed by high ADC-values). Conversely, tumors with high diffusivity in DW-MRI, which indicates low compactness of the tissue [14] , had more IL21 and IL26 positive cells than patients with low diffusivity. Apparently, Th17-like cells alter the microarchitecture of the tumor towards lower tissue density and thus the water diffusivity in tissues. Hence, in a larger cohort of around 200 patients, we assessed IL21 and IL26 expression and found co-expression within the cells. Though statistically significant, the correlation was not absolute. The images confirm that in addition to double-positive cells, there are T cells expressing only one of these cytokines. Possibly, the kinetics of synthesis or release varies between the cytokines, and possibly also their stability in human tissue.
The discrepancy of IL21 versus IL26 expression could also explain why there was a definite association between IL21 expression and a shorter patients' survival time, but no significant association of IL26 with overall survival. The fact, however, remained that the IL21/IL26 co-expressing T cell subpopulation was associated with poor survival, supporting the tumor-promoting activity of the particular Th17-like phenotype and their cytokines, quite in contrast to the observation that high numbers of CD3 + T cells were rather beneficial. These data go in line with a previous study, where dense numerical infiltrates of CD3 + T cells were associated with prolonged survival. The cohort also shows that, if the number of these T cells were activated via an alternative p38 pathway, and T cells were consequently skewed towards the production of IL17-signature cytokines, such as IL17A or IL21, a particularly aggressive disease was seen [8] . These data further support the notion that the determination of T cell subtypes and their corresponding cytokine profile give important prognostic information.
To explain possible action of IL21 and IL26, we analyzed PDAC tissue for expression of the respective receptors and confirmed the expression of the receptor for IL21, as we reported previously [10] . As a novel finding, we now report the expression of receptors for IL26 on human PDAC. IL26 signals via a heterodimeric receptor consisting of the IL10 receptor 2 (IL10R2, also known as IL10 receptor beta (IL10RB)), and the IL20 receptor 1 (IL20R1, also IL20 receptor alpha (IL20RA)). While IL10RB is widely expressed on hematopoietic cells, IL20RA usually occurs only in activated immune cells; expression of both receptors on tumor cell lines and tissues has been described [24] . In pancreatic tumor tissue as well as in pancreatic tumor cell lines, IL10RB and IL20RA were co-expressed and enable IL26 signaling. The presence of IL10RB/IL20RA in tissue was associated with shorter survival time, compatible with the notion that IL26 signaling per se contributes to tumor progression. Of note, when only IL10RB was considered, the opposite appeared to be true. A possible explanation is that IL10RB does not exclusively associate with IL20RA [25] .
Functionally, in pancreatic cell lines, IL26 triggered the Janus kinase-signal transducer and activator of transcription (JAK-STAT) pathway, resulting in rapid STAT3 phosphorylation, consistent with data derived from other cells and cells lines, respectively [25] . Moreover, phosphorylation of the MAP kinase ERK1/2 could be seen. IL26 is mainly known for its proinflammatory and antimicrobial/ antiviral activities. There is, however, evidence that IL26 promotes the proliferation and survival of gastric cancer cells [26] . In our experimental setting, we could demonstrate and increased tumor colony formation upon long term incubation with IL21 and IL26, and thus an increased ability to form more and larger vital tumor cell clusters. This may be an explanation of changes in ADC in patients with high and low densities of IL21 and IL26 positive cells, as well as patients' survival. Moreover, the present data cannot rule out indirect effects of the two cytokines within the tumor microenvironment, such as stimulation of cytokine secretion by other cells, in vivo.
In conclusion, we report the infiltration of tumor-promoting Th17-like cells, expressing their related cytokines IL21 and IL26 and their association with particularly aggressive disease. These cytokines interact with pancreatic tumor cells and activate key cellular pathways and thus possibly alter the tumor architecture as determined by changes in tissue water diffusion that are measured by MRI. In that, DW-MRI is a non-invasive method that indicates the infiltration of tumor-promoting T cells.
Materials and Methods

DW-MRI
The radiological information system (RIS) of the Clinic for Diagnostic and Interventional Radiology of the University Hospital of Heidelberg was searched retrospectively for PDAC patients who had undergone a DW-MRI scan with b-values 50 and 800 s/mm 2 of the upper abdomen the day before surgical resection of the tumor. Exclusion criteria were strong artifacts that make the scan unusable for assessment of the ADC value and neoadjuvant therapy. Nineteen patients were included in this MRI cohort (= cohort 1). The demographic, clinical, and pathological characteristics of this patient cohort are summarized in Table 1 .
All DW-MRI scans were acquired using a 1.5 T scanner (MAGNETOM Aera, Siemens Medical Solutions, Erlangen, Germany) with a maximum gradient strength of 45 mT/m, a six-element body-phased array coil, and a 24-channel spine array coil. Diffusion-weighted images were acquired using single-shot echo-planar imaging (SE2d-EPI) pulse sequence in expiratory breath-hold. Imaging parameters were as follows: 14 slices, slice thickness/gap = 5/0.25 mm, k-space based parallel imaging technique (GRAPPA), spectral fat saturation, acceleration factor of two. The acquisition was separated into blocks (b0, b50) and (b0, b800). Each block was acquired in a single breath-hold in expiration (TA = 22 s). Segmentation of the lesions on DW-MRI scans was performed independently by two board-certified radiologists, each with more than 7 years of experience in abdominal MR imaging, using the MITK Diffusion application (Medical Imaging Interaction Toolkit, Version 2017.07, DKFZ, Heidelberg, Germany; www.MITK.org). Free-hand volumes of interest (VOIs) were drawn directly on diffusion-weighted images with diffusion weighting b50 = 50 s/mm 2 and b800 = 800 s/mm 2 . Conventional T1-and T2-weighted MR images and contrast-enhanced CT images were available in every patient and were used to improve the segmentation of the anatomical outline of the lesions. The signal magnitudes with diffusion weightings S(b50) and S(b800) were extracted, and the ADC (50, 800) was calculated using the following formula, as described by Mürtz et al. [27] :
Patient Samples and Immunohistochemistry
Tissue samples were obtained from the tissue bank of the National Center for Tumor Diseases (NCT, Heidelberg, Germany) in accordance with the regulations of the tissue bank and the approval (primary approval: 16 Sept 2005; re-evaluation: 24 April 2015) of the ethics committee of Heidelberg University (No. 206/2005) . Written informed consent of all patients was obtained. Tissue samples of 199 patients with histologically confirmed pancreatic ductal adenocarcinoma who underwent surgical resection with curative intent were analyzed on tissue microarrays, as indicated in the respective data set (cohort 2). The demographic, clinical, and pathological characteristics of this patient cohort are summarized in Table 1 .
Paraffin-embedded tissue was used, and hematoxylin staining was performed. Histological analyses were performed by two board-certified surgical pathologists, with more than 10 years of diagnostic expertise in pancreas pathology. The hematoxylin-eosin (HE) stained sections were quantified for the amount of tumor and stroma by light microcopy and confirmed using an image software (Aperio ImageScope, Leica Biosystems, Nussloch, Germany). Immunohistochemical analysis was performed, using antibodies to following human antigens: IL21, IL26 (dilution: 1:100 for IL21; 1:50 for IL26; Abcam, Cambridge, UK), CD3 (dilution: 1:200; Thermo Fischer Scientific, Darmstadt, Germany,), IL10RB (dilution: 1:200; NovusBiologicals, Centenniell, Co, USA), IL20RA (dilution: 1:200; NovusBiologicals), IL21R (dilution: 1:150 NovusBiologicals), Azurocidin (dilution: 1:100; Abcam, Cambridge, UK), CD68 (ready to use antibody; DAKO, Glostrup, Denmark). Antigen retrieval was performed by heat pre-treatment using citrate buffer (pH 6.0), and antibody-binding was visualized. Histofine, simple stain universal polymer was used (Nichirei, Tokyo, Japan) followed by the color reaction with liquid permanent red (Zytomed, Berlin, Germany), or the DAKO-EnVISION Kit (DAKO) and counterstain with hematoxylin. The presence of the respective antigens was either counted (for infiltrating immune cells) or semi-quantified using the established and widely used Allred score, the sum of staining distribution (0-5 points) and intensity (0-3 points) on tumor cells, ranging from 0 (negative) to 8 (strong and ubiquitous expression) [28] .
Pancreatic Carcinoma Cell Lines and Cell Culture
The human PDAC cell lines AsPC-1, BxPC-3, and Panc-1 were obtained from ATCC and cultivated in RPMI 1640 (Life Technologies GmbH, Darmstadt, Germany) supplemented with 10% FBS and 1% penicillin and streptomycin (p/S). All cells were incubated at 37 • C, with 5% CO2 and 95% humidity. For the experiments, cells were harvested when in linear growth condition. Details are described in the respective experiment.
an Alexa488-conjugated goat anti-mouse antibody (dilution: 1:200; Dianova, Jackson, Hamburg, Germany) or an Alexa568-conjugated donkey anti-rabbit antibody (dilution:1:500; Thermo Fisher Scientific) was used. Slides were mounted with a coverslip using ProLong ® Diamond Antifade Mountant with DAPI (Thermo Fisher) and viewed by digital microscopy (Carl Zeiss Microscopy, Jena, Germany) and pictures captured by a camera (Leica, Wetzlar, Germany).
Colony Formation Assay
1 × 10 4 cells of AsPC-1, 1.7 × 10 4 cells of BxPC-3, and 0.3 × 10 4 cells of Panc-1 were seeded in a 6-well plate. The following day, cells were treated with IL21 or IL26, respectively (10 ng/mL). Plates were incubated for 12 days; cytokine medium was changed twice. The medium was aspirated, and wells were washed with PBS. One milliliter ice-cold methanol was added to each well, and cells were fixed for 10 min at −20 • C. One milliliter crystal violet solution (0.05 % w/v) was added to each well and incubated at a plate reader for 10 min at RT. Crystal violet was aspirated, plates were washed with purified water, and dried covered overnight. Colony formation was documented using AlphaImager MultiImage Light Cabinet (Alpha-InnoTec GmbH, Kasendorf, Germany) and analyzed with ImageJ. For each experimental condition, at least three independent experiments were performed.
Statistical Analysis
Statistical data analysis was performed using MedCalc Version 19.1 (MedCalc Software, Ostend, Belgium). Inter-reader reliability of DW-MRI analysis was assessed by using the intra-class correlation coefficient (ICC) and applying a 2-way ICC with random raters' assumption reproducibility. The Mann-Whitney U test for independent samples was used to compare a) the numbers of IL21 + or IL26 + cells/mm 2 between tumors with low ADC (50, 800) values (<1.3 × 10 -3 mm 2 /sec) versus tumors with high ADC (50, 800) values (≥1.3 × 10 −3 mm 2 /sec), b) the ADC (50, 800) values between patients with high versus low numbers of IL21 + or IL26 + cells/mm 2 , and c) the numbers of CD68 + cells or Azurocidin + cells between patients with high IL10RB AND IL20RA Allred scores (≥5) versus all other patients. The numbers of IL21 + / IL26 + cells/mm 2 were compared between patients with a) small versus large tumors (T1/2 versus T3), b) with versus without lymph node metastases (N+ versus N0), and c) low/ intermediate versus high grading (G1/2 versus G3).
The colony numbers of AsPC-1, BxPC-3, and Panc-1 cells were compared between untreated controls and cells treated with IL21 or IL26, after normalization to the mean colony number of the untreated controls on the respective day, using the Mann-Whitney U test.
Spearman rank correlation coefficients were calculated between the numbers of IL21 + /IL26 + cells and the number of CD3 + cells. Moreover, rank correlation was performed to investigate the relationship between IL10RB and IL20RA expression (Allred score, distribution, and intensity).
Overall survival analyses were performed. Fifteen patients who died within the first 60 days after surgery were excluded from the survival analyses because complications from surgery were considered the likeliest cause of death. One hundred and eighty-four patients were included in survival analysis. Median follow-up time was 577 days (range: 75 to 1801 days). Kaplan-Meier estimates were calculated for overall survival analysis of patients with low versus high number of CD3 + cells (<20/mm 2 versus ≥20/mm 2 ), low versus high number of IL21 + cells or IL26 + cells (<10/mm 2 versus ≥ 10/mm 2 ), low versus high IL10RB, IL20RA, and/or IL21R Allred scores (0-4 versus 5-8). The log-rank test was used to analyze the statistical significance of Kaplan-Meier estimates. p < 0.05 were considered to be statistically significant. 
